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Abstract

Introduction:

Enterococci are widespread
present in commensal form
some years now they ha
recognized as pathogene
nosocomial  infections.
nosocomial infections is
more and more strains
glycopeptide antibiotics (su
hence difficult to treat. The
diploma study was to estat
the species of Enterococci a
resistance genes, in Tici
wanted to assess the validity
for the simultaneous identi
and the genes of vancomyci

Materials and Methods:

121 strains of Enterococc
routine considered 31 sign
not significant for the case
Phoenix identification was
strains the work continuec
Multiplex PCR for the gene
PCR for the genes ddl E. f
After every PCR an
performed. For the doubtfu
with a sequencing of the st
placed in a database and «
sequences. 3 strains were
the family of Streptococcu
longer considerated.

Results:

Both the techniques of iden
Multiplex ddl) showed th
species is E. faecalis (9
distance by E. faecium (t
analysed, only 3 showed r
the vanC class.

Conclusion:

In Ticino as in the rest of
most often isolated are E. f
we were able to exclude
species in the clinical mat
saw that the problem of
particularly widespread. W
able to show that the
simultaneous identification
resistance is not a valid m
not allow discrimination ¢
resistance (if it is presen
work was made with 2 sepa
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